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On-line Suppl. Material. DNA sequence similarity of repeat regions across the genome sequence of E. grandis in Phytozome, the SSR 
source sequence from NCBI and the allele sequences of all the loci analyzed.















Name of the SSR Loci: ECc2
GQ302861.1  ATGGGAGAGAGAGAGAGAGAGAGATATAGAGAGAGAGAGAGGAGGCCAGGGAGGGGAGGGA (GA)10TATA(GA)6
Eucgr.E01093 ACCAGAGAGGAGGTCGGAGAGAGAGAGAGAGAGAGAGAGA------GAGAGAG-AGAGATA (GA)18
Et86  ACCAGAGAGGAGGTCGGAGAGAGAGAGAGAGAGAGAGAGA------GAGAGAG-AGAGATA (GA)18
Eg9  CCCTCAGAGGGAGGAGGACGGAGAGAGAGAGAGAGAGAGA------GAGAGAG-AGAGATA (GA)16
H1  CCAGAGGAGGAGGTCGGAGAGAGAGAGAGAGAGAGAGAGA------GAGAGAG-AGACATA (GA)17
H2  CCAGAGGAGGAGGTCGGAGAGAGAGAGAGAGAGAGAGAGA------GAGAGAG-AGACATA (GA)17
ET217  GAGGAGGTCGGAGAGAGAGAGAGAGAGAGAGAGAGAGAGA------GAGAGACACAGAGTC (GA)18
EC17  TGTCCAGAGAGAGGAGGAGAGAGAGAGA--GAGAGAGAGA------GAGA-GAGAGGGGTA (GA)15
EtEcH1  ATGACCAGAGGAGGAGGAGAGAGAGAGAGAGAGAGAGAGA------GAGAGAGAGAGAGAA (GA)19
EtEcH2  TGTCC-AGAGGAGGAGGAGAGAGAGAGAGAGAGAGAGAGA------GAGAGAGAGAGGGTA (GA)17











Name of the SSR Loci: Embra100
BV682837.2 ATTTAGTTGTTAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGAG AGAGAGAGAGAGAGAG—TTT (GA)19
Eucgr.A02047 ATTTAGTTGTTAGAGAGAGAGAGAGAGAGAGA--------------GAGAGAGAGAGAGAGAG—TTTA (GA)26



















Name of the SSR Loci: Embra2002
GF101907.1 CTCCCTCCACCACCACCACCACCACCACCACCCCTCGTCTCACCGGCCACCACCACCACCACCACCACCACGCGT- (CCA)8(CCA)8
Eucgr.A01420 ----TCCCTCCACCACCACCACCACCACCACCCCTCGTCTCACCGGCCACCACCACCACCACCACCACCACGCGT- (CCA)7(CCA)8
ET86 ---------------CCCGCCCCCACACCACCACCACGGCCACTCCCCACCCACCACCAC-CTCCCTCG------- (CCA)3
EG9 CTC---------CCACCACCACCACCACCACCGGCACCGGCACTTCTCACCCCCACCACCACCACCACCACCATTT (CCA)6(CCA)7
EtEgH1 ---------------CTCC-CCAACACACCACCGCCACGGCACTCCCCACCACCACCAC--CTCCATCAAGCAGGT (CCA)4
EtEgH2 ----------------CCG-CCCACACACCACCACCACGGCACTCCCCACTCACCCACCACCTCCCCCAACGAGGG (CCA)3
ET217 ----------------CTG-CCCCACCCACCACCGCACCGCACTCCCCACCACCACCAC--CTCCATCAAGAGGGC (CCA)4
EC17 ---------------TACGGCACAACACCACGCACCGCACTCCCCACTACCACCACCACCACCACCACCACCACCA (CCA)9
EtEcH1 -----------------CC-CCCACCACACCACCGCACGGCACTCCCCACCACCACCAC--CTCCCTCGAGAGGGC (CCA)4
EtEcH2 ------------------GCCCCAAACACACACCGCACCGCACTCCCCACCACCACCACCACCACCACCTCCCTCG (CCA)7
